ABSTRACT Picochlorum soloecismus is a halotolerant, fast-growing, and moderatelipid-producing microalga that is being evaluated as a renewable feedstock for biofuel production. Herein, we report on an improved high-quality draft assembly and annotation for the nuclear, chloroplast, and mitochondrial genomes of P. soloecismus DOE 101.
The final genome assembly contains 56 contigs, with a maximum contig size of 496 kbp, an assembly size of 15.2 Mbp, and an average GC content of 46%. The mitochondrial and chloroplast genomes are fully assembled into 38.7-kbp and 72.7-kbp circular chromosomes, respectively. This genome will be a valuable resource for phylogenetic and comparative studies and is an essential reference for future genetic engineering efforts toward the development of members of the genus Picochlorum for use as a biofuel and renewable chemical production platform. Accession number(s). This genome sequence is publicly available at The Greenhouse knowledgebase at Los Alamos National Laboratory (https://greenhouse.lanl.gov/ greenhouse). The version described in this paper is the first version and is deposited at DDBJ/ENA/GenBank under the accession number PJAJ00000000. The isolated and circular complete mitochondrial and chloroplast genome sequences are deposited under GenBank accession numbers MG552670 and MG552671, respectively.
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